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The Data Availability statement was erroneously given as “The datasets presented in this study can be found in online repositories. The sequencing data has been uploaded. The link is “https://www.ncbi.nlm.nih.gov/sra/PRJNA935487”. The accession no. is PRJNA935487.”
The correct Data Availability statement is “The datasets presented in this study can be found in online repositories. The sequencing data has been uploaded. The link is https://www.ncbi.nlm.nih.gov/bioproject/PRJNA948801. The accession no. is PRJNA948801.”
The original article has been updated.
Publisher’s note: All claims expressed in this article are solely those of the authors and do not necessarily represent those of their affiliated organizations, or those of the publisher, the editors and the reviewers. Any product that may be evaluated in this article, or claim that may be made by its manufacturer, is not guaranteed or endorsed by the publisher.
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