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Exaggerated host innate immune responses have been implicated in severe influenza
pneumonia. We have previously demonstrated that excessive neutrophils recruited
during influenza infection drive pulmonary pathology through induction of neutrophil
extracellular traps (NETs) and release of extracellular histones. Chemokine receptors
(CRs) are essential in the recruitment and activation of leukocytes. Although neutrophils
have been implicated in influenza pathogenesis, little is known about their phenotypic
changes, including expression of CRs occurring in the infected -lung microenvironment.
Here, we examined CC and CXC CRs detection in circulating as well as lung-recruited
neutrophils during influenza infection in mice using flow cytometry analyses. Our studies
revealed that lung-recruited neutrophils displayed induction of CRs, including CCR1,
CCR2, CCR3, CCR5, CXCR1, CXCR3, and CXCR4, all of which were marginally
induced in circulating neutrophils. CXCR2 was the most predominant CR observed
in both circulating and lung-infiltrated neutrophils after infection. The stimulation of
these induced CRs modulated neutrophil phagocytic activity, ligand-specific neutrophil
migration, bacterial killing, and NETs induction ex vivo. These findings indicate that
neutrophils induce a novel CR repertoire in the infectious lung microenvironment, which
alters their functionality during influenza pneumonia.

Keywords: influenza, neutrophil, acute lung injury, chemokine receptor, mouse model

INTRODUCTION

Frequent outbreaks of influenza virus infections are causing significant morbidity and mortality in
humans, birds, and other animal species (Xu et al., 2006; Traylor et al., 2013; Short et al., 2014; Wang
et al., 2016). Neutrophils and macrophages constitute the majority of infiltrated cells in the lungs
during influenza, and play essential roles in the clearance of the virus, before the onset of virus-
specific immunity (Perrone et al., 2008; Tavares et al., 2017). However, uncontrolled recruitment
and activation of these innate immune cells contribute to acute lung injury (ALI), significantly
impacting the disease outcome (Crowe et al.,, 2009; Mauad et al., 2010; Liu et al., 2015). Our
earlier studies have demonstrated that in severe influenza, the massive influx of neutrophils into
the infected lungs causes collateral damage to the lungs via generation of NETs and the release of
extracellular histones (Narasaraju et al., 2011; Anandi et al., 2013; Ashar et al., 2018).

Frontiers in Cellular and Infection Microbiology | www.frontiersin.org 1

April 2019 | Volume 9 | Article 108


https://www.frontiersin.org/journals/cellular-and-infection-microbiology
https://www.frontiersin.org/journals/cellular-and-infection-microbiology#editorial-board
https://www.frontiersin.org/journals/cellular-and-infection-microbiology#editorial-board
https://www.frontiersin.org/journals/cellular-and-infection-microbiology#editorial-board
https://www.frontiersin.org/journals/cellular-and-infection-microbiology#editorial-board
https://doi.org/10.3389/fcimb.2019.00108
http://crossmark.crossref.org/dialog/?doi=10.3389/fcimb.2019.00108&domain=pdf&date_stamp=2019-04-16
https://www.frontiersin.org/journals/cellular-and-infection-microbiology
https://www.frontiersin.org
https://www.frontiersin.org/journals/cellular-and-infection-microbiology#articles
https://creativecommons.org/licenses/by/4.0/
mailto:narasa@okstate.edu
https://doi.org/10.3389/fcimb.2019.00108
https://www.frontiersin.org/articles/10.3389/fcimb.2019.00108/full
http://loop.frontiersin.org/people/388304/overview
http://loop.frontiersin.org/people/54810/overview
http://loop.frontiersin.org/people/67014/overview










Rudd et al.

Neutrophil Phenotypic Changes During Influenza

I-Infected.

FIGURE 2 | Surface CXC-chemokine receptor detection profiles in blood and lung-recruited neutrophils during influenza infection. Blood from control and
influenza-infected mice at 3-5 dpi were assessed by flow cytometry. Neutrophils were gated as Ly6G-1A8™ cells for subsequent analysis. Induction of receptors was
represented as percentage of blood neutrophils showing positive staining for chemokine receptors CXCR1 (A,B), CXCR2 (E,F), CXCR3 (l,J), and CXCR4 (M,N).
Lung-recruited neutrophils were analyzed at 3,4, and 5 dpi for induction of CXCR1 (C,D), CXCR2 (G,H), CXCR3 (K,L), and CXCR4 (O,P). Dot plots represent
detection of CXCR1, CXCR2, CXCR3, and CXCR4 in control blood, infected blood (4 dpi) and infected BAL (3 and 4 dpi), and the subsequent graph represents the
overall trend in percentage induction of receptor on neutrophils in all samples from 3 through 5 dpi. Data are expressed as mean 4+ SEM. n = 3 replicates and each
replicate prepared from a pool of three mice for all receptor expression analysis. #p < 0.05; vs. Con blood. *o < 0.05; **p < 0.01; **p < 0.001 vs. 3 dpi BAL. C-Con,

Effect of Induced Chemokine Receptors on
Phagocytic Activity in Lung-Recruited
Neutrophils Following Influenza Infection
Earlier studies have shown that impaired phagocytic activity
during influenza (Ishikawa et al., 2016), and lung-recruited
neutrophils fail to kill bacteria in vivo (Hashimoto et al,
2007). We found that overall phagocytic activity declined
in lung-recruited neutrophils compared to circulating
neutrophils (Figure 5A). Next, to test if the induced CRs
in lung-recruited neutrophils contribute to phagocytic
function in infected-lungs, we stimulated upregulated CRs
in lung-recruited neutrophils with specific chemokine

ligands in the presence or absence of CCRI, CCR3, CCR5,
CXCR2, CXCR3, and CXCR4 specific blocking antibodies.
Our results demonstrated that antibody blocking of CCR5
and CXCR2 significantly inhibited phagocytic activity.
Interestingly, blockade with CCR1 antibody revealed enhanced
phagocytic activity (Figure5B). No significant differences
in phagocytic activity was observed when CCR3, CXCR3,
and CXCR4 were blocked. Based on these findings, we
used ligand-specific stimulation for CCR1, CCR5, CXCR2,
and CXCR3 to test their effects on neutrophil functional
responsiveness  including chemotaxis, bacterial killing,
and NETosis.
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FIGURE 3 | Surface CC-chemokine receptor detection in blood and lung-recruited neutrophils during influenza infection. Blood from control and influenza-infected
mice at 3-5 dpi were assessed by flow cytometry. Neutrophils were gated as Ly6G-1A8% cells for subsequent analysis. Detection of receptors was represented as
percentage of neutrophils showing positive staining for chemokine receptors CCR1, CCR2, CCR3, and CCR5. Detection of receptors was represented as percentage
of blood neutrophils showing positive staining for chemokine receptors CCR1 (A,B), CCR2 (E,F), CCRS3 (I,J), and CCR5 (M,N). Lung recruited neutrophils were
analyzed at 3,4, and 5 dpi for detection of CCR1 (C,D), CCR2 (G,H), CCR3 (K,L), and CCR5 (0,P) Dot blots represent expression of CCR1, CCR2, CXR3, and
CCR5 in control blood, infected blood (4 dpi) and infected BAL (3 and 4 dpi). Data are expressed as mean + SEM. n = 3 replicates and each replicate prepared from
a pool of three mice for all receptor expression analysis. #p < 0.05 vs. con blood. *p < 0.05; **p < 0.01; **p < 0.001 vs. 3 dpi BAL.
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Effect of Induced CRs on Neutrophil

Chemotaxis

Neutrophils isolated from influenza-infected mouse lungs were
seeded in the upper chamber of the 8.0-um membrane insert
in a Transwell system. CCR1, CCR5, CXCR2, and CXCR3
specific ligands including CCL3, CCL4, IL-8, and CXCLI1
(100 ng/mL) were added into the lower chamber and incubated
for 90 min. Incubation with IL-8 culminated in a 4-fold increase
in neutrophil migration. The addition of ligands including CCL4,
and CCL3, but not CXCL11 demonstrated ~2-fold enhancement
in neutrophil migration (Figure 5C).

Induced CRs Modulate Release of NETs in

Lung-Recruited Neutrophils in vitro
Neutrophils isolated from influenza-infected mouse lungs
were stimulated with CCRI, CCR5, CXCR2, and CXCR3
specific ligands CCL3, CCL4, IL-8, and CXCL11 (100 ng/mL),
respectively, and incubated for 4h. NETs were stained with
SYTOX green (Ashar et al., 2018). Stimulation of neutrophils
with IL-8 (CXCR2 ligand) generated pronounced release of
NETs. Significantly elevated NETosis was also observed when
neutrophils were stimulated with CCL3 and CCL4. However,
CXCL11 did not lead to prominent NETosis (Figure 5D).

Frontiers in Cellular and Infection Microbiology | www.frontiersin.org 6

April 2019 | Volume 9 | Article 108


https://www.frontiersin.org/journals/cellular-and-infection-microbiology
https://www.frontiersin.org
https://www.frontiersin.org/journals/cellular-and-infection-microbiology#articles

Rudd et al.

Neutrophil Phenotypic Changes During Influenza

thS
o

o

]

= Control Blood
Influenza Blood
mm [nfluenza BALF

|'|i_

o- ok s |

% positive Neutrop
I
o

*%
. * %
40 * % §g

% positive Neutrophils
v
o

101 I z .
0 CCR1 CCR2 CCR3

= 0
© o
o o

80
70 A
60 1 *kk

50 1 T A
40 7

* %k

% positive Neutrophils

CCR1 CCR2 CCR3 CC'RS CXéRl CXCR2 CXCR3

CCR5 CXCR1 CXCR2 CXCR3 CXCR4

0 .CC7RVl CCR2 CCR3 CCR5 CXCR1 CXCR2 CXCR3 CXCR4

FIGURE 4 | Overall induction of chemokine receptors in neutrophils during the course of infection. The surface detection of CC and CXC CRs were analyzed in a
time-dependent fashion and compared with control blood neutrophils. Control blood, infected blood and infected BAL from mice at 3 dpi (A); 4 dpi (B), and 5 dpi (C).
Samples are represented as percentage expression on neutrophils compared between groups. Data are expressed as mean + SEM. At each days post infection, was
compared with infected (INF) blood samples to visualize the overall surface detection of CRs while in circulation and after recruiting into the infected-lungs. The control
BAL samples were not included as they contained very low number of neutrophils to perform flow cytometry. Replicates (n = 3); each replicate was prepared from a
pool of three mice for all receptor expression analysis. *p < 0.05; **p < 0.01; **p < 0.001; vs. Infected blood at each day post infection.
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Stimulation of Induced CRs Does Not

Enhance Bacterial Killing

Neutrophils isolated from influenza-infected mouse lungs were
stimulated with CCR1, CCR5, CXCR2, and CXCR3 specific
ligands including CCL3, CCL4, IL-8, and CXCLI11 (100 ng/mL)
for 20min, followed by incubation with a 1:10 ratio of
Streptococcus pneumoniae (serotype 3) for 90 min. No difference
in bacterial numbers was observed in cells stimulated with any of
these chemokine ligands compared to the bacteria-alone group,
thus indicating that activation of these CRs do not interfere with
bactericidal activity of neutrophils (data not shown).

Influenza Infection of Lungs Leads to
Excessive Neutrophil Influx and

Widespread Pulmonary Damage
We performed histopathologic analysis to test for a correlation
between neutrophilic inflammation and pathologic lesions

between 3 and 5 dpi. Neutrophil-influx was significant
and comparable between 3 and 5 dpi, while the changes
in neutrophil phenotypic support increase in pathologic
lesions with augmented alveolar injury, vascular damage and
bronchiolitis (Figures 6A,B). Our studies indicate a significant
increase in lung pathology. BAL fluid cell counts performed on
days 3-5 dpi also displayed an increase in total cell numbers. In
support of this, we found significant vascular leakage from 3 to
5 dpi (Figure 6C). Further, we did not find any bacterial growth
from the BAL samples from influenza-infected mice (data not
shown), indicating that neutrophil inflammation or induction of
CR are not due to bacterial superinfection.

DISCUSSION

Newly emerging and re-emerging influenza virus infections
remain a continuous threat worldwide. Influenza infections
trigger hyper-inflammatory cytokine responses together with

Frontiers in Cellular and Infection Microbiology | www.frontiersin.org

April 2019 | Volume 9 | Article 108


https://www.frontiersin.org/journals/cellular-and-infection-microbiology
https://www.frontiersin.org
https://www.frontiersin.org/journals/cellular-and-infection-microbiology#articles

Rudd et al.

Neutrophil Phenotypic Changes During Influenza

A B
2.0+
k
[ e
2.0 <
2 R8s T
R4
O 3] T T
c 15 £ * % % %
S _—
= 10 ‘; 1.0 -
L - >
= £
& 05 T 0.5- _ %
2 14
x O
@6'&’ ‘_e,\\%.& 0'0-’0’; SE S S SN
o s Nl A N i oy I e N L4
$ &L T L B2 T DD bl
Q\‘r S O S (J(; 00 I o(a 00 00 +0+0 _\SJ _\_0 _\_0_\_0
eQ, %QJ % 5% . S 'oxo '(;*0 (Jx(:
C D
527 * %
= T 0 80 *k %
515- © J T
'E 2 60 * %k =
[}
=g = ] * T
= 10 * ) 40 *
g ¥ & T
‘3 il 7 Zo 20- ’7—‘
2L .
o 0 _ : S ¥ L N
X & N & & N & & N _‘S'\z &
& & &Y o © g
< o
FIGURE 5 | Effect of CR induction on neutrophil phagocytic activity. To test overall phagocytic activity between circulating and lung-recruited neutrophils, we isolated
neutrophils from infected blood and BAL, and tested their phagocytic activity. (A) Neutrophils isolated from BAL exhibited diminished phagocytic capacity compared
with those in circulation. (B) Phagocytic activity using CCR1, CCR3, CCR5, CXCR2, CXCR3, and CXCR4 blockers and ligands. BX 471 (CCR1 antagonist), SB328437
(CCRB3 antagonist), anti-CCR5, anti-CXCR2, CXCRS3 blocking antibodies, and AMD3100 (CXCR4 antagonist) were added and incubated for 30 min at 37°C. The cells
were then stimulated with the appropriate ligands CCL3 (CCR1), CCL11 (CCR3), CCL4 (CCR5), IL-8 (CXCR2), CXCL11 (CXCR3), and CXCL12 (CXCR4). Blocking
CCR5 and CXCR2 reduced phagocytic capacity of pulmonary infiltrating neutrophils in influenza viral infection, while no change was observed with CXCR3 blockade.
In contrast, CCR1 inhibition resulted in enhanced phagocytic activity. (C) Neutrophil chemotaxis assay was performed by stimulating neutrophils isolated from infected
BAL using CCL3 (CCR1), CCL4 (CCR5), IL-8 (CXCR2), CXCL11 (CXCRS3). Data are represented as percentage migration. (D) NETosis was evaluated by stimulating
neutrophils isolated from infected BAL using CCL3 (CCR1), CCL4 (CCR5), IL-8 (CXCR2), CXCL11 (CXCR3). Data are represented as percentage of NETs formation.
Mean + SEM. n = 3 independent experiments, and cells were collected by pooling two mice in each experiment. *o < 0.05; **p < 0.01; **p < 0.001.

rapid, massive cellular influx, predominantly by neutrophils,
and macrophages (de Jong et al., 2006; Perrone et al., 2008;
Taubenberger and Morens, 2008). We have previously shown
that overly exuberant neutrophils produce NETs and extracellular
histones which disrupt the alveolar-capillary barrier, resulting
in alveolar injury and vascular leakage (Narasaraju et al,
2011; Ashar et al., 2018). Neutrophils are short-lived and
terminally differentiated innate immune cells with primary roles
in phagocytic clearance of influenza-infected cells. Although
exaggerated neutrophil recruitment and their activation are
linked to acute lung pathology during influenza, little is known
about their phenotypic or functional characteristics (Kobasa
et al, 2004; Tumpey et al., 2005; Taubenberger and Morens,
2008; Yokoyama et al., 2010). Here, we provide evidence that
lung-recruited neutrophils expand their CR repertoire during
influenza infection of lungs. Lung-sequestered neutrophils
displayed up-regulation of several CRs (such as CCR1, CCR2,

CCR3, CCR5, CXCR1, CXCR3, and CXCR4) that are minimally
expressed or absent while in circulation. The surface induction of
these CRs increased in a time-dependent manner in pulmonary-
recruited neutrophils. Furthermore, induced CRs in lung-
recruited neutrophils potentially modulate neutrophil functions,
including chemotaxis, phagocytosis, and NETosis. These results
indicate that the infected-lung microenvironment significantly
affects neutrophil phenotypic signature and their functional
responsiveness, and these changes could considerably impact the
disease pathogenesis in influenza pneumonia.

Neutrophils conventionally express CXC chemokine
receptors, while CC chemokine receptors are generally absent
and unresponsive to CC chemokine ligand stimulations.
However, studies have shown that neutrophils isolated from
lungs or synovial cavities from patients with chronic obstructive
pulmonary disease (COPD), rheumatoid arthritis or sepsis
(Speyer et al., 2004; Hartl et al., 2008; Chou et al., 2010; Lebre
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etal,, 2011) display induced expression of CC CRs, and that pro-
inflammatory cytokines including IFN-y, TNF-a, and GM-CSF
modulate expression of these CRs. Further, the induced CRs alter
neutrophil functions, including respiratory burst, degranulation,
and chemotaxis thus contributing to inflammation and injury
(Hartl et al., 2008). Hyper cytokine responses, also termed as
the “cytokine storm” are associated with pulmonary pathology
in fatal influenza pneumonia (de Jong et al., 2006; Teijaro
et al, 2014; Guo and Thomas, 2017). Influenza primarily
infects lung epithelial cells and macrophages, which trigger
pro-inflammatory cytokines induction and activation of various
toll-like receptors (TLRs) and retinoic acid-inducible receptors
(RIG-1)-mediated signaling, leading to persistent elevation
in cytokines/chemokines in infected-lungs culminating in
immunopathology (Wang et al., 2008; Shirey et al., 2013; Iwasaki
and Pillai, 2014; Pulendran and Maddur, 2015; Kandasamy et al.,
2016). We found early induction of chemokine ligands such
as CCL4, CCL7, CCL2, CCLL, CXCL1, CXCL11, CXCLI13 in
infected mouse lungs (Ivan et al., 2012). Indeed early induction

of pro-inflammatory cytokine response is detrimental in severe
influenza pathogenesis (Perrone et al., 2008). Despite evidence
demonstrating extensive cytokine induction in severe influenza
pneumonia, little is known whether these secreted cytokines
regulate induction of CRs in lung-infiltrated neutrophils. It
is noteworthy that although neutrophils numbers peaked by
3 dpi, the induction of new CRs appeared up-regulated only
from 4 dpi, indicating that induction of these CRs occurs
under “cytokine/chemokine stress,” which could be critical in
shaping the phenotype and functionality of neutrophils in the
influenza-infected lung microenvironment.

Among CXC CRs, CXCR2 is the most abundantly
expressed in circulating and lung-recruited neutrophils.
The surface expression of CXCR2 is regulated by at least two
mechanisms, including the receptor internalization/recycling or
metalloprotease activity by a disintegrin and metalloproteinase
domain-containing protein 17 (ADAM-17) (Mishra et al,
2014). Interestingly, percent neutrophils expressing CXCR2 was
decreased in lung-recruited neutrophils at 3 dpi, compared to
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circulating neutrophils. However, CXCR2 surface expression
increased significantly between 3 and 5 dpi. Similar to these
findings, reduction in CXCR2-positive neutrophils is observed
in patients with chronic inflammatory conditions (Hartl
et al, 2008). The changes in surface expression of CXCR2
in blood and lung-recruited neutrophils may be attributed
to receptor internalization and recycling upon increase in
ligand-specific interaction in acute influenza infection (Mishra
et al,, 2014). Persistent increase in neutrophil influx and CXCR2
surface expression indicate that targeting CXCR2 could alleviate
excessive neutrophils influx and lung pathology. Indeed, blocking
CXCR2 has shown to reduce acute lung injury and inflammation
in influenza-infected mice (Tavares et al., 2017) and mice lacking
CXCR2 gene have shown decreased inflammation, without
affecting viral clearance indicating pathogenic role of neutrophils
in severe influenza (Wareing et al., 2007).

The functional significance of the induced CRs was
investigated through chemokine-specific ligand activation and/or
antibody blocking for neutrophil phagocytosis, chemotaxis,
bacterial killing, and NETosis. Our studies revealed highly
variable responses to different chemokines that are upregulated
during infection. Blocking CCR5 and CXCR2 resulted in
reduced phagocytic activity compared to the ligand-mediated
stimulation, whereas CCR1 blockade augmented phagocytic
activity. Blocking CCR3, CXCR1, CXCR3, and CXCR4 did
not modify phagocytic activity. These findings are in partial
agreement with previous findings of LPS-injury models, chronic
inflammatory diseases in humans, which show that induced CC
CRs (such as CCR1, CCR2, CCR3, CCR5) enhance phagocytic
activity, and respiratory burst functions (Hartl et al., 2008; Wang
et al, 2011). In contrast to the earlier reports, blocking CCR1
enhanced phagocytic activity. However, stimulation of CCRI1
enhanced NETosis and chemotaxis, thus indicating that induced
CRs exhibit differential functional responsiveness during
influenza. Based on the phagocytic functions of different CRs, we
tested the effects of induced CCR1, CCR5, CXCR2, and CXCR3
on neutrophil functions including chemotaxis, bacterial killing,
and NETosis. Although CXCR2 is a critical CR that regulates
neutrophil chemotaxis, and NETosis, induction of CCR5 and
CCRI also significantly impacted these neutrophil functions.
Mice deficient of CCR5 gene are more susceptible to influenza
infection and exhibit greater neutrophil influx compared to
wild-type mice. However, deletion of CXCR3 together with
CCR5 (CCR5~/~/CXCR3~/7) does not alter neutrophil influx.
These findings are congruent with our findings that stimulation
of CXCR3 does not significantly alter neutrophil migration or
NETosis (Fadel et al., 2008).

Interestingly, none of the induced CRs show potential
bactericidal effects, when we incubated neutrophils in the
presence of Streptococcus pneumoniae, which is one of the
commonest pathogens causing co-infections during influenza
outbreaks (Kash et al., 2011; Moorthy et al., 2016). These results
validate our earlier findings that neutrophils from influenza-
infected mice lack bactericidal effects. It is noteworthy that
close proximity of induced chemokine ligands with enhanced
CRs have high probability to augment phagocytic function.
However, the lack of in vivo bacterial killing suggests that

lung-recruited neutrophils may engulf bacteria, but may be
defective in bactericidal activity, which was evident from a
report demonstrating increased neutrophils containing labeled
bacteria (Ishikawa et al., 2016), but fail to kill the pathogen.
The lack of bactericidal activity may also be attributed to
impaired free radical generation. Influenza infection has also
shown to impair NADPH oxidase activity (Sun and Metzger,
2014). A study has shown that seasonal and pandemic influenza
viruses differentially regulate neutrophil respiratory burst and
phagocytosis (Malachowa et al., 2018). The ability of influenza
virus to impair phagocytic function may be due to the
inhibition of azurophilic granules with the lysosomes during
phagocytosis, thus preventing bacterial killing (Abramson et al.,
1982). These findings support our earlier studies showing that
massive neutrophil influx during influenza does not reduce
bacterial loads. On the other hand, alveolar-capillary injury
inflicted by NETs and extracellular histones may facilitate
bacterial adhesion and growth, and thus exacerbate pulmonary
pathology. Another study has shown that neutrophils also
limit pulmonary pathology by suppressing T-cell mediated
damage during influenza (Tak et al., 2018). The contribution
of neutrophils to protection or injury may ultimately be
dependent upon the neutrophil numbers and inflammatory
cytokine responses. The virulence of the influenza virus strain
may also influence the neutrophil functionality and pathogenesis,
which warrants further investigations into the effects of different
viral strains of varying pathogenicity on the cytokine storm
and neutrophil phenotypic changes. These studies attempted to
characterize and compare circulating as well as lung-recruited
neutrophils. It would thus be interesting to evaluate neutrophils
that are present within the lung parenchyma of infected lungs
to determine if induction of CRs is also modified during
transmigration of neutrophils from the circulation into the
alveolar air space.

In conclusion, this study indicates an induction of CRs occurs
upon neutrophil extravasation and activation into the pulmonary
environment in a murine model of influenza pneumonia. These
induced CRs could serve as potential therapeutic targets for
alleviating neutrophil-induced lung pathology. Among all CRs,
CXCR2 is most highly induced, and represents a promising
target for therapy to reduce neutrophil recruitment to the area
of inflammation. The functional properties of these individual
chemokine receptors warrant further investigation to further
understand how these induced CRs impact deleterious or
beneficial effects of neutrophils as well as their roles in the context
of influenza-induced acute lung injury.
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